Supplementary Table 3. Potential NASH-related genes expressed in adipose tissue

	Ac. Num.
	Gene name
	Gene function
	Expression changes

	METABOLISM

	AA497029
	LDHA 
	lactate dehydrogenase A
	2.01

	AA070358
	TKT 
	transketolase (Wernicke-Korsakoff syndrome)
	2.08

	AI094611
	FADS2
	Fatty acid desaturase 2
	2.47

	H78609
	LOC220729
	similar to Flavoprotein subunit of complex II
	2.15

	AA928058
	COX11
	cytochrome c oxidase assembly protein COX11
	2.29

	DETOXIFICATION

	AA775803
	PRDX1 
	peroxiredoxin 1
	2.11

	IMMUNE RESPONSE AND INFLAMMATION RELATED

	AI206447
	PGDS 
	prostaglandin D2 synthase, hematopoietic
	0.39

	AA476508
	ENPP2 
	ectonucleotide pyrophosphatase/ phosphodiesterase 2 (autotaxin)
	0.41

	AI129421
	IL18 
	interleukin 18 (interferon-γ inducing factor)
	2.14

	AI359519
	CCL26 
	chemokine (C-C motif) ligand 26
	2.78

	AI285199
	CCL20 
	chemokine (C-C motif) ligand 20
	2.53

	AA876147
	EST, 3’ area of IRAK2
	interleukin-1 receptor-associated kinase 2
	2.04

	AA464528
	PLP2 
	proteolipid protein 2 (colonic epithelium-enriched)
	2.49

	AA598950
	CTSB 
	cathepsin B
	2.29

	AA132090
	CD53 
	CD53 antigen
	2.49

	AA670408
	B2M 
	beta-2-microglobulin
	2.94

	AA988615
	HLA-F 
	major histocompatibility complex, class I, F
	2.66

	AI284347
	UMOD 
	uromodulin (Tamm-Horsfall glycoprotein)
	2.01

	CYTOSKELETON

	AA984728
	KIF5A 
	kinesin family member 5A
	2.45

	N55461
	EPB49 
	dematin
	2.09

	AI018066
	CYLC2 
	cylicin, basic protein of sperm head cytoskeleton 
	2.08

	AI360761
	ARPC4
	Actin related protein 2/3 complex, subunit 4, 20kDa
	2.51

	AA598517
	KRT8 
	keratin 8
	2.76

	CELL CONTACTS, EXTRACELLULAR MATRIX AND ECM PROCESSING

	H63077
	ANXA1 
	annexin A1
	2.07

	R26732
	PMP22 
	peripheral myelin protein 22
	2.1

	AA490466
	GJB2 
	gap junction protein, beta 2, 26kDa (connexin 26)
	2.38

	R10285
	HMMR 
	hyaluronan-mediated motility receptor (RHAMM)
	0.44

	AA099554
	ADAM12 
	Disintegrin&metalloproteinase domain12 meltrinα
	2.38

	SOLUTE TRANSPORTERS AND OTHER NON-RECEPTOR TRANSMEMBRANE PROTEINS

	AA058323
	IFITM1 
	interferon induced transmembrane protein 1
	2.06

	AA991578
	VMD2 
	vitelliform macular dystrophy (bestrophin)
	0.28

	AA487893
	TM4SF1 
	Transmembrane 4 L six family member 1
	2.78

	AA398233
	LAPTM4A 
	lysosomal-associated protein transmembrane 4α
	2.28

	PLASMA PROTEINS

	AI021885
	PROC 
	protein C (inactivator of Va and VIIIa)
	2.12

	AI349250
	FCN1 
	ficolin (collagen/fibrinogen domain containing) 1
	0.43

	AA130017
	CLU 
	clusterin (apolipoprotein J)
	2.23

	AI313387
	F3 
	coagulation factor III (thromboplastin)
	3.26

	LIGANDS AND RECEPTORS

	AA009609
	FGF7 
	fibroblast growth factor 7
	0.41

	AI022531
	PTPRB 
	protein tyrosine phosphatase, receptor type, B
	0.44

	AI360108
	DLL1 
	delta-like 1
	2.58

	KINASES AND OTHER INTRACELLULAR SIGNAL TRANSDUCERS

	H01164
	STK17A 
	serine/threonine kinase 17a (apoptosis-inducing)
	2.07

	H96775
	PRKAA1 
	protein kinase, AMP-activated, α1 catalytic subunit
	2.09

	AI261401
	PLA2G4B 
	phospholipase A2, group IVB (cytosolic)
	2.37

	AA402907
	ROCK2
	Rho-associated, coiled-coil containing protein kinase 2
	2.4

	R69522
	RAB27B
	RAB27B, member RAS oncogene family
	2.14

	TRANSCRIPTION FACTORS

	AA282092
	GTF2F1 
	general transcription factor IIF, polypeptide 1, 74kDa
	2

	H91169
	BRD8 
	bromodomain containing 8 (thyroid receptor coactivating protein)
	2.08

	AA488173
	YY1AP1
	YY1 associated protein 1
	2.18

	W96155
	JUN 
	v-jun sarcoma virus 17 oncogene homolog 
	0.4

	AI365571
	RFXAP 
	regulatory factor X-associated protein
	2.43

	POST-TRANSLATION MODIFICATION OF THE PROTEINS, THEIR TRANSPORT AND DEGRADATION

	AA055504
	TRIM32 
	tripartite motif-containing 32
	2.23

	R80790
	UBE2C 
	ubiquitin-conjugating enzyme E2C
	2.16

	AI365246
	WSB1 
	WSB1 ubiquitin ligase
	2.14

	AA411202
	AHSA1 
	AHA1 activator of heat shock 90kDa protein 
	2.12

	AI279788
	ARIH2
	ariadne homolog 2 
	2.04

	RNA PRODUCTION AND SPLICING

	AI474891
	SFRS9
	Splicing factor, arginine/serine-rich 9
	2.36

	AA598470
	DDX23 
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 23
	2.01

	AA016290
	RBBP6 
	retinoblastoma binding protein 6
	2.02

	RIBOSOME BIOGENESIS AND PROTEIN BIOSYNTHESIS

	AA669452
	EIF2S1 
	eukaryotic translation initiation factor 2 subunit 1α
	2.01

	H56918
	EIF4A1 
	eukaryotic translation initiation factor 4A 

isoform 1
	2.12

	AI358848
	MARS 
	methionine-tRNA synthetase
	2.01

	APOPTOSIS

	AI127671
	ENDOGL1 
	endonuclease G-like 1
	2.18

	AI218994
	HBXIP 
	hepatitis B virus x interacting protein
	2.67

	AI129113
	BIRC4BP
	XIAP associated factor A
	2.82

	MISCELLANEOUS

	H23255
	SERINC3
	Serine incorporator 3
	2.17

	W90520
	ZNF652
	Zinc finger protein 652
	2.18

	H90147
	BCL7A 
	B-cell CLL/lymphoma 7A
	2.1

	AA676484
	CAPNS1 
	calpain, small subunit 1
	2.41

	H15095
	CXorf40B
	Chromosome X open reading frame 40B
	2.61

	R53548
	FLJ23703 
	Hypothetical protein FLJ23703
	0.36


Table is comprised of genes with an increased levels of expression in visceral adipose of obese patients with NASH, but not in the visceral adipose of obese patients with no liver complications (Ratios > 2.0), and genes suppressed in visceral adipose of obese patients without liver complications, but not in the visceral adipose of obese patients with NASH (Ratios < 0.5).
